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<400> 1 



atgcgctgcc 


ccaagtgcct 


tctctgcctg 


tcagcactgc 


tcacactcct 


gggcctcaaa 


60 


gtgtacatcg 


agtggacatc 


cgagtcccgg 


ctcagcaagg 


cctaccccag 


ccctcggggc 


120 


accccgccaa 


gccccacgcc 


agccaaccct 


gagcccaccc 


tacctgccaa 


cctctccacc 


180 


cgcctgggcc 


agactatccc 


gctgcccttt 


gcttactgga 


accagcagca 


gtggcggctg 


240 


gggtccctgc 


ccagtgggga 


cagcactgaa 


acggggggct 


gccaggcttg 


gggggccgcc 


300 


gccgccaccg 


agatccctga 


cttcgcctcc 


taccccaagg 


acctccgccg 


cttcttgctg 


360 


tcagcagcct 


gccggagctt 


cccacagtgg 


ctgcctggag 


gtggtggcag 


ccaagtctcc 


420 


agctgctcag 


atactgatgt 


cccctacctg 


ctgttggccg 


tcaagtcaga 


accagggcgc 


480 


tttgcagaac 


gacaggccgt 


gagagagacg 


tggggcagtc 


cagctccagg 


gatccggctg 


540 


ctcttcctgc 


tagggtctcc 


ggtgggtgag 


gcggggcctg 


acctagactc 


actagtggcc 


600 


tgggagagcc 


gtcgctacag 


tgacctgctg 


ctctgggact 


tcctcgacgt 


cccattcaac 


660 


cagacgctca 


aagacctgct 


gctgctggcc 


tggctgggcc 


gccactgccc 


caccgtgagt 


720 


tttgtcttgc 


gagctcagga 


cgatgccttt 


gtacacaccc 


ctgccctgct 


ggctcacctg 


780 


cgggccctgc 


cacctgcctc 


ggcccgaagc 


ctctacctgg 


gtgaggtctt 


tacccaggcc 


840 


atgcctctcc 


ggaagccagg 


aggacccttc 


tatgtgcccg 


agtccttctt 


cgaaggtggc 


900 


tacccagcct 


atgcaagcgg 


gggtggctac 


gtcattgccg 


ggcgcctggc 


accctggctg 


960 


ctgcgggcgg 


cagcccgtgt 


ggcacccttc 


ccctttgagg 


acgtctacac 


tggcctttgc 


1020 


atccgagccc 


tgggcctggt 


gccccaggcc 


cacccaggct 


tcctcacagc 


ctggccagca 


1080 


gaccgcactg 


cggaccactg 


tgctttccgc 


aacctgctgc 


tggtacggcc 


cctgggcccc 


1140 


caggccagca 


ttcggctctg 


gaaacaactg 


caagacccaa 


ggctccagtg 


ctga 1194 
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Met Arg Cys Pro Lys Cys Leu Leu Cys Leu Ser Ala Leu Leu Thr Leu 
15 10 15 



Leu Gly Leu Lys Val Tyr lie Glu Trp Thr Ser Glu Ser Arg Leu Ser 
20 25 30 

Lys Ala Tyr Pro Ser Pro Arg Gly Thr Pro Pro Ser Pro Thr Pro Ala 
35 40 45 

Asn Pro Glu Pro Thr Leu Pro Ala Asn Leu Ser Thr Arg Leu Gly Gin 
50 55 60 

Thr lie Pro Leu Pro Phe Ala Tyr Trp Asn Gin Gin Gin Trp Arg Leu 
65 70 75 80 

Gly Ser Leu Pro Ser Gly Asp Ser Thr Glu Thr Gly Gly Cys Gin Ala 
85 90 95 

Trp Gly Ala Ala Ala Ala Thr Glu lie Pro Asp Phe Ala Ser Tyr Pro 
100 105 110 

Lys Asp Leu Arg Arg Phe Leu Leu Ser Ala Ala Cys Arg Ser Phe Pro 
115 120 125 

Gin Trp Leu Pro Gly Gly Gly Gly Ser Gin Val Ser Ser Cys Ser Asp 
130 135 140 



Thr Asp Val Pro Tyr Leu Leu Leu Ala Val Lys Ser Glu Pro Gly Arg 
145 150 155 160 
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Phe Ala Glu Arg Gin Ala Val Arg Glu Thr Trp Gly Ser Pro Ala Pro 
165 170 175 



Gly lie Arg Leu Leu Phe Leu Leu Gly Ser Pro Val Gly Glu Ala Gly 
180 185 190 

Pro Asp Leu Asp Ser Leu Val Ala Trp Glu Ser Arg Arg Tyr Ser Asp 
195 200 205 

Leu Leu Leu Trp Asp Phe Leu Asp Val Pro Phe Asn Gin Thr Leu Lys 
210 215" 220 

Asp Leu Leu Leu Leu Ala Trp Leu Gly Arg His Cys Pro Thr Val Ser 
225 230 235 240 

Phe Val Leu Arg Ala Gin Asp Asp Ala Phe Val His Thr Pro Ala Leu 
245 250 255 

Leu Ala His Leu Arg Ala Leu Pro Pro Ala Ser Ala Arg Ser Leu Tyr 
260 265 270 

Leu Gly Glu Val Phe Thr Gin Ala Met Pro Leu Arg Lys Pro Gly Gly 
275 280 285 

Pro Phe Tyr Val Pro Glu Ser Phe Phe Glu Gly Gly Tyr Pro Ala Tyr 
290 295 300 



4 



